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Peter 



T 



NOVEL METHODS OF DIAGNOSIS OF PROSTATE AND/OR BREAST CANCER, 
AND METHODS OF SCREENING FOR PROSTATE CANCER AND/OR BREAST CANCER 



COMPOSITIONS, 
MODULATORS 

FILE REFERENCE: A- 6 9199 - 1/DJB/JJD/AMS 
<140> CURRENT APPLICATION NUMBER: US 09/847,046 
<141> CURRENT FILING DATE: 2001-04-30 
<150> PRIOR APPLICATION NUMBER: US 0*9/733,288 
PRIOR FILING DATE: 2000-12-08 
PRIOR APPLICATION NUMBER: US 09/687,576 
PRIOR FILING DATE: 2000-10-13 
<160> NUMBER OF SEQ ID NOS : 3 
<170> SOFTWARE: Patentln version 3.1 
SEQ ID NO: 1 
LENGTH: 4 526 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 1 



<130> 



<151> 
<150> 
<151> 



<210> 
<211> 
<212> 
<213> 
<400> 



gccgagtcgg tggcggctgc aggctgggag ggagaagtgc tacgcctttg caggttggcg 
aagtggttcc aggctacccg gctagtctgg cacggccccg tcttctgcct cctcctccgt 



cgcgtggcgg cgggaactgt tggccgcgcg 
aggtcccggg cagataacat agatcatcag 
atttgaaagt agcaaaatag aaaataaaga 



gcctcgggaa cggcccaggt ccccgcccgc 
tagaaaactt cttgaagttg ttcaagaaaa 
attaacagca gatacagagg acagcatgga 



aactgcagct gataatgttt tccggcttca 
taatgtgcat tttttacatg ccaacagtaa 
attttagtac attgcaacca ggtcttgaag 



atgtctttag agttgggatc tcttttgtca 
actctttacc agaactgagt cctcagaaat 
aactgaatga ggctgttaga cctctgcagg 



ccagagcaca 
ttaaccacag 



43 agtgttgtct taggaaacag aacacagcag tgaaaaaaca gacaaaatcc gctcagatac 
45 
47 
49 

51 actatggaat ttcagttgcc aaggttaatt gtgtcaaaga agaaatatca agatactgtg 
53 gaaaagaaaa ggatttgatg aaagcatatt tattcaaggg caacatattg ctcagagaat 
55 tccctactga caccttgttt gatgtgaatg ccattgtcgc ccatgttctc tttgctcttc 
57 tttttagtga agtgaaatat attaccaacc tggaagacct tcagaacata gaaaatgctc 
59 tgaaaggaaa agcaaatatt atattctcat atgtaagagc cattggaata 
61 gagcagtcat ggaagccggt tttgtgtatg ggactacata ccaatttgtc 
63 aaattgccct tttggaaagt attggctctg aggatgtgga atatgcacat ctctactttt 
65 ttcattgtaa actagtcttg gacttgaccc agcaatgtag aagaacacta atggaacagc 
67 cattgactac actgaacatt cacctgttta ttaagacaat gaaagcacct ctgttgactg 
69 aagttgctga agatcctcaa caagtttcaa ctgtccatct ccaactgggc ttaccactgg 
71 tttttattgt tagccaacag gctacttatg aagctgatag aagaactgca gaatgggttg 
73 cttggcgtct tctgggaaaa gcaggagttc tactcttgtt aagggactct ttggaagtga 
75 acattcctca agatgctaat gtggtcttca aaagagcaga agagggagtt ccagtggaat 
77 ttttggtatt acatgatgtt gatttaataa tatctcatgt ggaaaataat atgcacattg 
79 aggaaataca agaagatgaa gacaatgaca tggaaggtcc agatatagat gttcaggatg 
81 atgaagtggc agaaactgtt ttcagagata ggaagagaaa attacctttg gaacttacag 
83 tggaactaac agaagaaaca tttaatgcaa cagtgatggc ttctgacagc atagtactct 



60 
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600 
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720 
780 
840 
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1080 
1140 
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85 tctatgctgg ttggcaagca gtatccatgg catttttgca atcctatatt gatgtggcag 1620 

87 ttaaactgaa aggcacatct actatgcttc ttactagaat aaactgtgca gattggtctg 1680 

89 atgtatgtac taagcaaaat gttactgaat ttcctatcat aaagatgtac aagaaaggcg 1740 

91 agaacccagt atcttatgct ggaatgttag gaaccaaaga tctcctaaaa tttatccagc 1800 

93 tcaacaggat ttcatatcca gtgaatataa catcgatcca agaagcagaa gaatatttaa . 1860 

95 gtggggaatt atataaagac ctcatcttgt attctagtgt gtcagtattg ggactattta 1920 

97 gtccaaccat gaaaacagca aaagaagatt ttagtgaagc aggaaactac ctaaaaggat 1980 

99 atgttatcac tggaatttat tctgaagaag atgttttgct actgtcaacc aaatatgctg 2040 
101 caagtcttcc agccctgctg cttgccagac acacagaagg caaaatagag agcatcccac 2100 
103 ' tagctagcac acatgcacaa gacatagttc aaataataac agatgcacta ctggaaatgt 2160 
105 ttccggaaat cactgtggaa aatcttccca gttatttcag acttcagaaa ccattattga 2220 
107 ttttgttcag tgatggcact gtaaatcctc aatataaaaa agcaatattg acactggtaa 22 80 
109 agcagaaata cttggattca tttactccat gctggttaaa tctaaagaat actccagtgg 2340 
111 ggagaggaat cttgcgggca tattttgatc ctctgcctcc ccttcctctt cttgttttgg 2400 
113 tgaatctgca ttcaggtggc caagtatttg catttccttc agaccaggct ataattgaag 24 60 
115 aaaaccttgt attgtggctg aagaaattag aagcaggact agaaaatcat atcacaattt 2520 
117 tacctgctca agaatggaaa cctcctcttc cagcttatga ttttctaagt atgatagatg 2580 
119 ccgcaacatc tcaacgtggc actaggaaag ttcccaagtg tatgaaagaa acagatgtgc 2640 
121 aggagaatga taaggaacaa catgaagata aatcggcagt cagaaaagaa ccgattgaaa 2700 
123 ctctgagaat aaagcattgg aatagaagta attggtttaa agaagcagaa aaatcattta 2760 
125 gacgtgataa agagttagga tgctcaaaag tgaactaatt ttatagggct gtggtttcca 2820 
127 aaattttttt ggcatgatag acttaattta tttccttaaa gaataatatt aaatcatttc 2880 
129 aagtttgcag actagtgcca tccaatagaa ttataatata agtcacatat tttatttaaa 2940 
131 attttctagt aactacatta aacaaagtaa aagtgagcag ggcaaaataa ttttgatatt 3000 
133 acttttcacc cagtagtata cccaaaatag cgaaatatag aaattattaa tgagatattt 3060 
135 tacatccttt tttgtaccaa gtcttctaaa tgcagtacat attttatact tactgcattt 3120 
137 cttacttccg agtagccata tttcaagtgt tcattgccac atgtggcctg tgactactgt 3180 
139 attggacagt tcagtactag acaaaaacta gcataattaa cttagttcta gccatgattt 3240 
141 ctatttggat taaaattaaa ctctaatcac agttaactcc acagtgcatt catgcagctg 3300 
143 acagttatat , ttgttttatt ggagtcatga tattaaaatc agcgtttgtc aacctcaggg 3360 
145 gatatttagc aattgtcggg agacattttt gatgtcatga ctagggcagt tattgacatt 3420 
147 tagtgagtag aggccatgga tcctgctaaa taacctgcat tggacagcgc cccacaacaa 3480 
149 agaattatcc tgcccgaaat ggtagtcgtg ccaaggctga gtaaccttgt gttaaaagta 3540 
151 acctgtggca gactaggttt ccagaatttc ctggttctgc tcacgtatca tgtttgaaaa 3600 
153 aattttggct attaaagata tgtattagat ggtcttatcc tgattattac ctggatacaa 3660 
155 cttgatcttt tctaatattt tcagaaagtg atgggataac cctagaagag gactcagaat 3720 
157 gatatttata ttttaagtga gtcttaaaac ctcctcttat ttctacaagt tatatggcta 3780 
159 aatttcagat tgaacaggga tteagcattc tgccatctcc tcatggaaag agaggctccc 3840 
161 tcatctgaag cgtctctgaa atctaccctt gcaagcttca gacaaatcag ttgatctccc 3900 
163 tgagccacac ggcctcattc tgtgagggag ggaaagatta gccaaagagt taattttcat 3960 
165 tccaaatcac ttagctgtta gactgatctg tttgtagcag ttgtttgtct catttttgct 4020 
167 ctgtgcattt tttgagacat ttgttgagaa tattctattt ggtgctctac tgtatttttc 4080 
169 tttttaatat ctacttgata tcttgttctt taaattttct tcacatatgg tttgcctgat 4140 
171 acaactgatt tttataactg aaatttaagg aatctaacag ctaaaactca gtaagtgcat 4200 
173 mtatttcctt ataacataga cccgttgcta ctctcagcac cctctcctca attttttttc 4260 
175 ctgtagcatg tgatgcctga ttaaactcat tttcatttgc ttttatttct aatatgggaa 4320 
177 caatgagagt gaactctaaa tataggttgt agtaataaaa catcattagc ctaattatta 4380 
179 gaaaatgcta attaagtacc agcacataga aacatgaaat tgcttagtca ttgtaccttt 4440 
181 gtcagcaatt ttgacagtca ttaatgtttg tcataatttt aaataaagtg tctgggtttc 4500 
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183 


agaatacctt caaaaaaaaa aaaaaa 


















186 


<210> SEQ ID NO 


: 2 
























187 


<211> LENGTH: 807 
























188 


<212> TYPE: 


PRT 


























189 


<213> ORGANISM: 


Homo sapiens 


















191 


<400> SEQUENCE: 


2 
























193 


Met 


Phe 


Ser 


Gly 
-* 


Phe 


Asn 


Val 


Phe 


Ara 


Val 


Glv 


lie 


Ser 


Phe 


Val 


lie 


194 


1 








5 










10 










15 




197 


Met 


Cys 


He 


Phe 


Tyr 


Met 


Pro 


Thr 


Val 


Asn 


Ser 


Leu 


Pro 


Glu 


Leu 


Ser 


198 








20 










25 










30 






201 


Pro 


Gin 


Lys 


Tyr 


Phe 


Ser 


Thr 


Leu 


Gin 


Pro 


Glv 


Leu 


Glu 


Glu 


Leu 


Asn 


202 






35 










40 










45 








205 


Glu 


Ala 


Val 


Arg 


Pro 


Leu 


Gin 


Asp 


Tvr 


Glv 


lie 


Ser 


Val 


Ala 


Lys 


Val 


206 




50 










55 










60 










209 


Asn 


Cys 


Val 


Lys 


Glu 


Glu 


He 


Ser 


Arcr 


Tvr 


Cys 


Glv 


Lys 


Glu 


Lys 


Asp 


210 


65 










70 










75 










80 


213 


Leu 


Met 


Lys 


Ala 


Tyr 


Leu 


Phe 


Lys 


Glv 


Asn 


lie 


Leu 


Leu 


Arg 


Glu 


Phe 


214 










85 










90 










95 




217 


Pro 


Thr 


Asp 


Thr 


Leu 


Phe 


Asp 


Val 


Asn 


Ala 


lie 


Val 


Ala 


His 


Val 


Leu 


218 








100 










105 










110 






221 


Phe 


Ala 


Leu 


Leu 


Phe 


Ser 


Glu 


Val 


Lys 


Tvr 


lie 


Thr 


Asn 


Leu 


Glu 


Asp 


222 






115 










120 










125 








225 


Leu 


Gin 


Asn 


He 


Glu 


Asn 


Ala 


Leu 


LVS 


Gly 


LVS 


Ala 


Asn 


He 


lie 


Phe 


226 




130 










135 










140 










229 


Ser 


Tyr 


Val 


Arg 


Ala 


He 


Gly 


lie 


Pro 


Glu 


His 


Arcr 


Ala 


Val 


Met 


Glu 


230 


145 










150 










155 










160 


233 


Ala 


Gly 


Phe 


Val 


Tyr 


Gly 


Thr 


Thr 


Tvr 

JL 


Gin 


Phe 


Val 


Leu 


Thr 


Thr 


Glu 


234 










165 










170 










175 




237 


He 


Ala 


Leu 


Leu 


Glu 


Ser 


He 


Gly 


Ser 


Glu 


Asp 


Val 


Glu 


Tvr 
a j -** 


Ala 


His 


238 








180 










185 










190 






241 


Leu 


Tyr 


Phe 


Phe 


His 


Cys 


Lys 


Leu 


Val 


Leu 


Asp 


Leu 


Thr 


Gin 


Gin 


Cys 


242 






195 










200 










205 








245 


Arg 


Arg 


Thr 


Leu 


Met 


Glu 


Gin 


Pro 


Leu 


Thr 


Thr 


Leu 


Asn 


lie 


His 


Leu 


246 




210 










215 










220 










249 


Phe 


He 


Lys 


Thr 


Met 


Lys 


Ala 


Pro 


Leu 


Leu 


Thr 


Glu 


Val 


Ala 


Glu 


Asp 


250 


225 










230 










235 










240 


253 


Pro 


Gin 


Gin 


Val 


Ser 


Thr 


Val 


His 


Leu 


Gin 


Leu 


Gly 


Leu 


Pro 


Leu 


Val 


254 










245 










250 










255 




257 


Phe 


He 


Val 


Ser 


Gin 


Gin 


Ala 


Thr 


Tyr 


Glu 


Ala 


Asp 


Arg 


Arg 


Thr 


Ala 


258 








260 










265 










270 






261 


Glu 


Trp 


Val 


Ala 


Trp 


Arg 


Leu 


Leu 


Gly 


Lys 


Ala 


Gly 


Val 


Leu 


Leu 


Leu 


262 






275 










280 










285 








265 


Leu 


Arg 


Asp 


Ser 


Leu 


Glu 


Val 


Asn 


He 


Pro 


Gin 


Asp 


Ala 


Asn 


Val 


Val 


266 




290 










295 










300 










269 


Phe 


Lys 


Arg 


Ala 


Glu 


Glu 


Gly 


Val 


Pro 


Val 


Glu 


Phe 


Leu 


Val 


Leu 


His 


270 


305 










310 










315 










320 


273 


Asp 


Val 


Asp 


Leu 


He 


He 


Ser 


His 


Val 


Glu 


Asn 


Asn 


Met 


His 


He 


Glu 


274 










325 










330 










335 




277 


Glu 


He 


Gin 


Glu 


Asp 


Glu 


Asp 


Asn 


Asp 


Met 


Glu 


Gly 


Pro 


Asp 


He 


Asp 
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278 








340 










345 










350 






281 


Val 


Gin 


Asp 


Asp 


Glu 


Val 


Ala 


Glu 


Thr 


Val 


Phe 


Arg 


Asp 


Arg 


Lys 


Arg 


282 






355 










360 










365 








285 


Lys 


Leu 


Pro 


Leu 


Glu 


Leu 


Thr 


Val 


Glu 


Leu 


Thr 


Glu 


Glu 


Thr 


Phe 


Asn 


286 




370 










375 










380 










289 


Ala 


Thr 


Val 


Met 


Ala 


Ser 


Asp 


Ser 


He 


Val 


Leu 


Phe 


Tyr 


Ala 


Gly 


Trp 


290 


385 










390 










395 










400 


293 


Gin 


Ala 


Val 


Ser 


Met 


Ala 


Phe 


Leu 


Gin 


Ser 


Tyr 
j. 


He 


Asp 


Val 


Ala 


Val 


294 










405 










410 










415 




297 


Lys 


Leu 


Lys 


Gly Thr 


Ser 


Thr 


Met 


Leu 


Leu 


Thr 


Arq 


He 


Asn 


Cys 


Ala 


298 








420 










425 










430 






301 


Asp 


Trp 


Ser 


Asp 


Val 


Cys 


Thr 


Lys 


Gin 


Asn 


Val 


Thr 


Glu 


Phe 


Pro 


He 


302 






435 










440 










445 








305 


lie 


Lys 


Met 


Tyr 


Lys 


Lys 


Gly 


Glu 


Asn 


Pro 


Val 


Ser 


Tyr 


Ala 


Gly 


Met 


306 




450 










455 










460 










309 


Leu 


Gly 


Thr 


Lys 


Asp 


Leu 


Leu 


Lys 


Phe 


He 


Gin 


Leu 


Asn 


Arq 


He 


Ser 


310 


465 










470 










475 










480 


313 


Tyr 


Pro 


Val 


Asn 


He 


Thr 


Ser 


He 


Gin 


Glu 


Ala 


Glu 


Glu 


Tyr 


Leu 


Ser 


314 










485 










490 










495 




317 


Gly 


Glu 


Leu 


Tyr 


Lys 


Asp 


Leu 


He 


Leu 


Tyr 


Ser 


Ser 


Val 


Ser 


Val 


Leu 


318 








500 










505 










510 






321 


Gly 


Leu 


Phe 


Ser 


Pro 


Thr 


Met 


Lys 


Thr 


Ala 


Lys 


Glu 


Asp 


Phe 


Ser 


Glu 


322 






515 










520 










525 








325 


Ala 


Gly Asn 


Tyr 


Leu 


Lys 


Gly 


Tyr 


Val 


He 


Thr 


Gly 


He 


Tyr 


Ser 


Glu 


326 




530 










535 










540 










329 


Glu 


Asp 


Val 


Leu 


Leu 


Leu 


Ser 


Thr 


Lys 


Tyr 


Ala 


Ala 


Ser 


Leu 


Pro 


Ala 


330 


545 










550 










555 










560 


333 


Leu 


Leu 


Leu 


Ala 


Arg 


His 


Thr 


Glu 


Gly 


Lys 


He 


Glu 


Ser 


He 


Pro 


Leu 


334 










565 










570 










575 




337 


Ala 


Ser 


Thr 


His 


Ala 


Gin 


Asp 


He 


Val 


Gin 


He 


He 


Thr 


Asp 


Ala 


Leu 


338 








580 










585 










590 






341 


Leu 


Glu 


Met 


Phe 


Pro 


Glu 


He 


Thr 


Val 


Glu 


Asn 


Leu 


Pro 


Ser 


Tyr 


Phe 


342 






595 










600 










605 








345 


Arq 


Leu 


Gin 


Lys 


Pro 


Leu 


Leu 


He 


Leu 


Phe 


Ser 


Asp 


Gly 


Thr 


Val 


Asn 


346 




610 










615 










620 










349 


Pro 


Gin 


Tyr 


Lys 


Lys 


Ala 


lie 


Leu 


Thr 


Leu 


Val 


Lys 


Gin 


Lys 


Tyr 


Leu 


350 


625 










630 










635 










640 


353 


Asp 


Ser 


Phe 


Thr 


Pro 


Cys 


Trp 


Leu 


Asn 


Leu 


Lys 


Asn 


Thr 


Pro 


Val 


Gly 


354 










645 










650 










655 




357 


Arg 


Gly 


He 


Leu 


Arg 


Ala 


Tyr 


Phe 


Asp 


Pro 


Leu 


Pro 


Pro 


Leu 


Pro 


Leu 


358 








660 










665 










670 






361 


Leu 


Val 


Leu 


Val 


Asn 


Leu 


His 


Ser 


Gly 


Gly 


Gin 


Val 


Phe 


Ala 


Phe 


Pro 


362 






675 










680 










685 








365 


Ser 


Asp 


Gin 


Ala 


He 


He 


Glu 


Glu 


Asn 


Leu 


Val 


Leu 


Trp 


Leu 


Lys 


Lys 


366 




690 










695 










700 










369 


Leu 


Glu 


Ala 


Gly Leu 


Glu 


Asn 


His 


He 


Thr 


He 


Leu 


Pro 


Ala 


Gin 


Glu 


370 


705 










710 










715 










720 


373 


Trp 


Lys 


Pro 


Pro 


Leu 


Pro 


Ala 


Tyr 


Asp 


Phe 


Leu 


Ser 


Met 


He 


Asp 


Ala 


374 










725 










730 










735 
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377 Ala Thr Ser Gin Arg Gly Thr Arg Lys Val Pro Lys Cys Met Lys Glu 

378 ■ 740 745 750 

381 Thr Asp Val Gin Glu Asn Asp Lys Glu Gin His Glu Asp Lys Ser Ala 

382 755 760 765 

385 Val Arg Lys Glu Pro lie Glu Thr Leu Arg lie Lys His Trp Asn Arg 

386 770 775 780 

389 Ser Asn Trp Phe Lys Glu Ala Glu Lys Ser Phe Arg Arg Asp Lys Glu 

390 785 790 795 800 

393 Leu Gly Cys Ser Lys Val Asn 

394 805 

397 <210> SEQ ID NO : 3 

398 <211> LENGTH: 5 

399 <212> TYPE: PRT 

400 <213> ORGANISM: Unknown y 

402 <220> FEATURE: ffv 

403 <223> OTHER INFORMATION: cytokine receptor extracellular motif found in many species 
4 05 <220> FEATURE: 

406 <221> NAME/KEY: MISC_FEATURE 

407 <222> LOCATION: (3).. (3) 

408 <223> OTHER INFORMATION: "Xaa" at position 3 can be any amino acid. 
411 <400> SEQUENCE: 3 

W--> 413 Trp Se^Xaa^Jrrp Ser 
414 1 \ / 5 
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